In other varieties with black pericarp, all other plant parts are green. Indica group 3 (G3) included 25 genotypes of BGR. The special characters of this subgroup were small and slender culms, narrow short leaves, purple leaf margins, purple leaf tips, and purple stripes on leaf blades and sheathes. However, the markers used could not differentiate between LG 8215 and LG 7937. Indica group four (G4) consisted of eight genotypes of white rice and the four check varieties. Group (G2) consisted of five white rices, four BGRs, and three check varieties.
INTRODUCTION
. Lao PDR proved to have one of the richest biodiversities in rice and it appears to be the world's biodiversity centre for glutinous (sticky) rice varieties (Anonymous, 2007) .
In Lao PDR, traditional varieties of black (Appa et al., 2002a (Appa et al., , 2002b , and 431 accessions (3.07% of the total collections) were classified as having coloured pericarps based on the information provided by the farmers at the time of collection of the germplasm and on the characterization data from the agriculture research center (ARC), (ARC, 2003 (ARC, , 2004 Appa et al., 2003 In an attempt to best utilize this indigenous rice germplasm, several activities for short-term application have been initiated. These activities include primary characterization, evaluation in replicated yield trails (Inthapanya et al., 1995) . For the longer term utilization of the germplasm, it is necessary to quantify genetic diversity among Lao BGR varieties and to classify the genetic differentiation among them at molecular level. Most studies have been conducted so far with non-glutinous rice, fragrant rice, and white glutinous rice using several types of molecular markers. The lowest genetic diversity was observed among the traditional basmati varieties, whereas the evolved basmati varieties showed the highest genetic diversity by simple sequence repeats (SSR) and inter simple sequence repeats (ISSR) assays (Nagaraju et al., 2002) . Bao et al. (2006) reported that high levels of AFLP (78.3%) and ISSR (92.2%) polymorphism were found in 56 waxy (glutinous) rice accessions. In general, gene diversities in rice populations (landraces, old varieties, newly developed varieties, wild species and parental lines of hybrids) as measured by different types of molecular markers ranged from 32.0 to 70.0 depending on methods used and rice populations under study (Giarrocco et al., 2007; Pessoa et al., 2007; Xu et al., 2004; Yu et al., 2003; Coburn et al., 2002; Ni et al., 2002) 
MATERIAL AND METHODS

Plant materials
The research was undertaken in 
DNA extraction
Total genomic DNA was extracted from young leaves using a modification of the method described by Fulton et al. (1995) .
Approximately 5 mg of young leaf tissue was frozen in liquid nitrogen, followed by grinding using a plastic bit attached to an electric drill before addition of extraction buffer, which was different from that of Fulton et al. (1995) who used mortar and pestle. Other steps in extraction followed Fulton et al. (1995) . After extraction, pellets were dissolved in 150 µl TE (10 mM Tris, 1 mM EDTA, pH 8). DNAs were quantified by gel densitometry on agarose gels using Lambda DNA as a standard followed by normalization to concentration of 5 ng/µl prior to use in PCR.
PCR amplification
Polymerase chain reactions using microsatellite primers were carried out in The thirty five SSR markers were screened in this study. Eleven SSR markers were not polymorphic and discarded.
Twenty four polymorphic markers were used to amplify DNA products (Table 2 ). These Table 2 . LG8140 and LG13259) in this group should be tropical japonica types (Fig. 2) .
DISCUSSION
Glutinous rice is a staple food for 
